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parameters/traits. Additionally, more than 2,200 images of the treatments have been deposited for |
visualization. Users can browse the database and utilize simple and advanced search options to analyze
genotype responses under various stress conditions.
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Chickpea Dry Root Rot Disease Phenome database (CDPdb)

Chickpea reference core germplasm characterization

CDPdb

Dry root rot (DRR) disease, an emerging threat to chickpea in the era of
climate change, is caused by the soil-borne necrotrophic fungal

pathogen Macrophomina phaseolina (Ranjan et al., 2024; Rai et al.,

2022). DRR disease incidence is aggravated by drought and high
temperatures, causing severe yield losses of up to 80-100% in
susceptible varieties (Chilakala et al., 2022; Chilakala et al._ 2023;

Irulappan et al., 2022). Recognizing its significance, efforts have been

made to identify sources of resistance in chickpea. Although several
studies have been conducted, a complete source of resistance is

currently unknown.

Features

Genotype Statistics
Total Number
Genotypes 305
Classes 3
Countries 25
Biological Status 3
Total traits 8
Stress Conditions 3
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Search Page

The search option has three search bars, but only one can be used at a time to search the database.

@Containing O Exact
(Containing will search word anywhere in phrase while Exact will search for exact word match)

General Search

Suggestions 2

pur query to be searched: |Enter Keyword ... Avrodhi  ICC10685 1CC11944 ICCI3077 1CCI
BG212  ICC1083 ICCI2028 ICCI13124 ICCI
Example: Any Keyword related to Chickpea €SG8962  1CC10939 1CCI2037 ICCI3IST 1CCI

Chaffa ICC10945 ICCI205 ICC13219 ICCI
Digvijay  ICC1098 , ICC12155 ICC13283 ICC1

L

Genotype Search

r query to be searched Ente1 Genotype Name ..

Example: Genotype Name: ICC50 /

Disease Response

#r query to be searched: ‘Enter Keyword .... ’

Example: Resistant(R, MR)/susceptible(S. HS)

l Run Query || Reset




Search by Keyw

(Containing will search word anywhere in phrase while Exact will search for exact word match)

General Search

Type your query to be searched: Rajasthan

Example: Any Keyword related to Chickpea

Genotype Search

Type your query to be searched: Enter Genotype Name ....

Example: Germplasm Name: ICC506
Disease Response

Type your query to be searched: Enter Keyword ...

Example: Resistant(R, MR)/susceptible(S, HS)

3.67:030 37. 182 24 7.7020.11 40532080 72482126 54042778 MR HS —
6.132021 71762040 4645:1.06 64342131 4.9720.09 7.3520.76 7.3020.11  39.99:0.69 67602217 50542250 S HS -
3292017 32202030 51232235 50692307 2952042 6912119 6.7020.11 412423115 69842227 36332219 MR s _
4632030 4944:0S0 S1.112143 7297190 S99:044 6642035 6802011 4083=15S7 71282332 53652268 MR s _
4502039 4929:064 34432197 43142328 S.17:0.14 7882015 5202023 41.1S:2208 CT S48 T4 56292525 MR s _
3782021 42272042 56.10:21.48 4288:18S 1592098 146220545 7842010 36132092 60.1423.20 38152201 MR HS ]
3.6720.16 44752034 643102371 43.132093 3482126 5352123 7.3020.21  38.1421.29 67.1022.76 41632673 MR Hs —
5442032 S9.75:0.20 72712299 4937341 318=084 S.10:20.72 7.3020.11 37.17:088 63202251 46272195 S HS _
Scuieg 110 8 of € entries rrococs [ e



earch by Genotype

«Containing ~ Exact

(Containing will search word anywhere in phrase while Exact will search for exact word match)

Suggestions

General Search

Type your query to be searched: [ Enter Keyword ....

Example: Any Keyword related to Chickpea
Genotype Search

Type your query to be searched

Example: Germplasm Name: ICC506

Disease Response

Type your query to be searched: Enter Keyword ...

Example: Resistant(R, MR)/susceptible(S, HS)

Show 13 entries S

Click
here
‘ S jor = _  DSS(M)  DSI(M)  DSI(WinR)  AN(WinR)  EC(Control) ~ EC(Drought) ~ DSS(M)  DSI(WinR)  AN(WinR)  EC(CS) S 2
sNo.T  ag g Biological Status ~ Origin  Province  +SE | 4SE | 4SE © #SE | 4SE | 4SE ' (CS)4SE  (CS)4SE  (CS)*SE  4SE " DRR €S  Image |
2 Desi  Advanced/Improved India Rajasthan  3.67£0.30 37.8620.32 48762182 68.90£3.24 6541099 7.4940.90 7.70£0.11  40.53:0.80 72482126 54042778 MR HS I
cultivar
Showing 1 to 1 of 1 entries Previous . Next

——



Search by disease reaction

«Containing = Exact

(Containing will search word anywhere in phrase while Exact will search for exact word match)

General Search

Type your query to be searched: Enter Keyword ...

Example: Any Keyword related to Chickpea
Genotype Search

Type your query to be searched: Enter Genotype Name ... Suggestions

xample: Germplasm Name: ICC506

Disease Response

Type your query to be searched Q | HQ )

Example: Resistant(R, MR)/susceptible(S, HS)

:
iy | e

Show e searies
DR Deought
Country Dss(™M)
. ot “ C Dssem) DNIM) DSIOWInR) ANIWInR) ] ) DSHWInK)  AN(WInR) wo(esy . for
Avcmsnions Class Diological Status Oviginn Provines  ase ann ‘o asm asn BT | oasm ann (Cs)ann B CE asn 5 dmane
Chatfa Dest Dresding/Rosearch  Todia Mahavashira 322202 24672031 d7022007 B2002347 401205 Giisio0 7.420.09 30432007 63712226 45.3322.1 " -
material
GNGI4e Dest Advanced/Improved  India Najanthan AHT72030 A70620.82 4B TesLn2 BH90 34 fBA2099 7492090 7702011 40532000 7ad0rra6 NAOAr7 7 e _
enltivar
GNGiIsaL Dest Advanced/tmproved  Tndie Falantiian GAXA02L 71764040 464 o 497 R0.00 FAGROTE Z3020.11 49991009 GTHORIAT BOSAL2BO "s -
culiivar
o nes Dest Advanced/tmproved  India Maryvana 331027 BH9.0020.37 46261229 67704305 LTRSS 109381 A4 0203011 35692000 Gro7AN 40202279 "e -
eawlnvar
10 1CCLO390 Dent Tewdiional India Karnataka 70602032 907852067 78332096 rBa3enAN Li4z0an an7s000 0162038  IBVIL1.00 870323209 24021 m "s n ~
cultivar/Landrce 3
11 1CC1067 Dest Teadiional Turkey Bingol B5AM0.30 GA1420.32 4926154 6005225 6608000 v.2081.01 7304023 40338163 GHABEN IS AGOEAG A 8 "s _
= wultivar/Landrace
12 1CC1o060s Dest Teaditional Turkey Bingol BAVIOA6 GO 141013 AN I2ar22 4B 02708 Vo910 15592030 7305023 39552203 640061407 86002507 5 "s -
cattivar/Landrace
(kg 1ccriey Dest ¥ BO720.27 67002037 50124349 6v.earaan 4262077 %000 74 7208017 AL99s1LO0 4D 36LI N0 39000100 = " -
cultivar/Landimce
v 1cE1o0Nn Dot Tradisional Tndia Orinna 7002000 74442080 10402194 0043 Aois0an fo0r000 7002048 30212001 6OVBLLNL Il”l".‘ﬂ@ "e _
cultivar/Landrmce
20 1CCrLO39y Dest Traditional India Karnataks 4502031 S475210.37 29601065 3BAS:L29 2802024 5.39:0.60 7362014 A7T.RGxLOT 64401620 42042196 MR "s -
cultivar/Landrace

Shenving 1 1w 10 of 156 sntries e . - ' .



Advance Search

The 'Add' and 'Remove’
buttons are provided to
add or remove rows based
on the user's choice.

The Match section has several options {=/ Like /
1=} to connect your selected field and sub-field,
such as: ‘=* exact match with the selected field

v ‘Like’ similar match to the selected field ‘!=" for
Users can search ™~ d not equal to the selected field

from 8 field names in
the dropdown menu.

Field Name Sub-Field Name Cpndition

condition to
specify your
Submit || Reset ‘ search

v entries per page Search:
" | [ EC(Control) EC(Drought) ossco | osics) [ e Click here
Accessions | Class Biological Status Country Province DSS:SE | DSIsSE AN:SE 25€ 2SE +SE +SE asE ECCS)sSE | DRR | CS | forimage
Avorodhi | Desi Traditional India Uttar Pradesh 456£0.17 | 55212018 | 61.35:0.85 | 1.39£0.20 7762032 580:011 |3890:1.36 | 68.12:295 | 3721116 |MR |s
cultivar/Landrace

BG212 Desi Advanced/improved | India Delhi 7.00£0.25 | 72.22£0.36 | 54.09+2.35 | 2.90:0.62 6212023 830:006 |37.1621.23 |5502+2.11 | 44342268 |Hs HS
cultivar

Chaffa Desi Breeding/Research | India Maharashtra 3.22+02 |34.67+031 | 52.8823.47 | 4812051 8.11:1388 742009 |3843:087 | 63714226 | 45324212 [MR |HS
material

CSG8962 | Desi Advanced/improved | India Haryana 5.89:0.25 | 65.45£0.16 | 42.32:097 | 3.46:0.43 839:034 6282005 |37.724142 |5691:1.49 | 43.60:247 |S s
cultivar

Digvijay Desi Advanced/improved | India Maharashtra 6.57+0.34 | 74.38:0.56 | 70.8322.55 | 4.35:0.65 6.762093 6202011 |38.02:085 |65.00£2.04 | 57.25:526 |S s
cultivar

Advanced search is provided for users who want precise data from multiple queries.




browse Page

Phenotypic expression data of the Genotype for Region: Turkey

User can Click on 11 icon to view the results in either ascending or descending order in the desired column. Click on the download icon on the right side to download the results displayed.




Image visualization and download

To view the
images, selecta Dry root rot
treatment from Combined stress

the dropdown Dry Root Rot Drought
menu.
Select Subcategory

1 Select Subcategory AU
Rootscanner-image

Selecta
subcategory of

images from >
Stereo-image

dropdown -

JDownload




Image visualization & download

Dry Root Rot N

To download the image,
select the 'Download’

button.

lDownload




Image visualization & download

— Visualize Image Data

Select \ Select Category g
Combined stress -J,Conlbined Stress "l

subcategory
CS Rootscanner-image Select Subcategory g

I CS_Rootscanner-image V]

Accession: ICC1164

iDownload

Figure: Control image of the sample. Figure: DRR image of the sample.



Image visualization & download

Visualize Image Data
Select Category

o - _N“HL_J__Dry Root Rot vl
“Select ‘Dry root rot '
| subcategory “Camera- | Select Subcategory

[ &mage” // [ Camera-image V]

Accession: GNG1499

{Download

Figure: Control image of the sample. Figure: DRR image of the sample.



Contact Us
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Team Members

Cont Ct US This database is developed by Dr. Senthil Kumar Muthappa's research group at National Institute of Plant Genome Research (NIPGR) , New
Delhi, India.

Dr. Senthil-Kumar Muthappa

Scientist
National Institute of Plant Genome Research (NIPGR)
New Delhi, India

Email: skmuthappa@nipgr.ac.in

Web Site: Plant Stress Biology Lab

Phone: Tel: 91-11-26741612,14,17 Ext. - 229
Direct - 26735229, Fax: 91-11-26741658

Users can contact
team members via
their email addresses
or social media
handles for the lab.

Social Networking Sites
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The help section provides information about the database, usage instructions, and available tutorials to assist users.

Information and Help

This page i designed fo failitate the user to search in CDPdb by providing different search femms related fo Chickpea. This search
il allow the usersto perfomn search on any field of CDPdb. It also permits to display allthe fields orthe user selected filds.

Achifectwre  Abbreviations  SimpleSearch  AdvanceSearch  Browse Relfedlinks  Submisionfom  Tutoral

Simple Search

sCmnlalning  Exact
(Contuumg will sewr b w Ged sy bems in phmie while ExacCwill seurch for et wand wost o)

General Sewrch
Type 3T quany b be wearchedi Faes oy
Exaroohe: Any Kaywond rwieted 1o Chickgos
Comotype Search
Ty your query 10 be wearchests £oier
Wxcnmples Carmplmom Mo 1G02906
Discure Revponse
Ty JOUP query 00 Be sairvheds Faes fo e

i e Bermest w10, MI/4 e o tible (5. HS)

sanennnnared

Advance Search

Browse

Total 6 browse cptions are aadadle
such 25 DR, Drought and Combined

: . . - .
5 .. . Y «
Sopoomooony




Submission form

CDPdb - Share & grow together - Data Submission

Name of the stress in chickpea®
) Comsbined DRR+osmotic Stress
Name and details of chickpea genotypes”

Ti studied
1Ww“mmm)mMmmmmmwwmummow
2. Drought xnd Combened stress (DRR + osmotic stress) traits- Electneal conductivity (EC)

Information about the phenotyping methodology

Upload band-held * ic images * | Choose Fie | No file chosen

Upload excel sheet (large nunsber of chickp for ive traits)” | Choose Fie | No S chosen

Upload your publication * | Choose File | No fie chosen

Thmou CDP databaze u-ﬂulclebuyhnr(m drought and combined strestes To make it dynamic, the d to submit
Ih..’ The data submsitted h%;mmhm&umwhwhmmhnhw:“-

thn-ﬁhhd‘qhyduhm

1, the author of paper, also ensure that sharmg the méormation does not mvolve 2y kand of copynght mfnngement.
(7, the author of paper, agree for the usage and analysis of the data provided & muy reseasch paper in DRRDP database.

#Users who subusit data will be duly acknowledged and will retain their copyright.

The submission form is available
on search menu under the ‘Data
Submission form' tab.

Users can submit data related to
their DRR, drought, and
combined stress research on
chickpeas using the same
parameters. The submission form
includes queries about the
experiment, genotypes  used,
phenotype methodology,

parameter studies, and more. It is
mandatory to upload images of
treated roots and provide
numerical data in an Excel sheet,
as well as agree to the terms and
conditions.



Feedback Form

Feedback Form

* Indicates required question

e The feedback form is available on search menu
[ame I under the ‘Feedback form’ tab.

S

[Emsi | Users are encourged to share feedback a Users are
WWhatis yoor highest level of education?” encouraged to share feedback about their
S e experience with the database to help us improve.
O e The feedback form contains 10 questions related

University/eollege name and address* to personal information, performance, use of

resources, recommendations, and more.

How easy iz it to usze the databaze?*
Dhfficalt 1 02 03 O 4 ® 5 Vary Easy

How would you rate the quality of the databaze's content?*
® Excellent

' Good

 Far

' Poor

What might you use thiz resource for?*

How zatizfied are you with the speed and performance of the databaze"*

TTmaatiafiad £ 1 002 00 3 0 4 ® 5 Varr Ratiafiad



Related

Related links and References

available on the home menu.

links and references are

Various research groups are working i the field of drv root rof disease related to chickpea plant. We hope that this page will help vou to find other
resources related to dry root rot disease of chickpea. Your comments and suggestions are welcome, please confact us at skmuthappa at niper dot ac

dot in.

SCTPdb

SCIPdb - Stress Combinations and
their Interactions m Plants Database:
A one-stop resource on combmed
stress Tesponses in plants.

Legumepedia

Legumepedia =~ maintains  public
repository of latest genome assemblies
and annotations for different legume
species, namely, chickpea pigeonpea
sovbean, subterramean clover, and
wild progemitors  of  cultivated
groundnut.

ICRISAT oo

ICRISAT

ICRISAT's unwavering commitment
te chickpea breeding haz led to
significant breakthroughs, focusing on
developing varieties that are high-
vielding and resilient to environmental
challenges, especially drought

Y

fTSeg ¥
J,U.fw:;';---:-:n:r-fm ;

CicerSeq

CicerSeq i3 2 public repository global
map of genome vanation based om
sequencing of 3,366 Cicer genomes
representing 3,171 cultivated species
accessions and 193 accessions from
seven wild species.

G meric, and Ng Resaiarces

e 63 PULSE CROP DATABASE

Pulse Crop Database

The Pulse Crop Database (PCD).
formerly the Coel Season Food
Legume Database (CSFL), 12 bemng
developed to serve as a resource for
Genomics-Assisted Breeding (GAB).

Ivire: Information

CaGEADB
The  comprehensive  functional
annotation,  expression  profillng,

fizsne-specifictty and co-expression
network analyses of these sets of
IncRNAs and mRNAs in different
fizsues/organs/developmental stages of
chickpea.

e Information
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